Waits Lab Publications

Published or in press
* denotes graduate student author, * denotes undergraduate student author

272. Lamp* K, AM Holland, LP Waits, JL. Bowman (in press) An evaluation of genetic survey
methods for bobcats in Western Maryland. Wildlife Society Bulletin

271. Stacy*EM, M Robards, TS Jung, PM Kukka, J Sullivan, PA Hohenlohe, LP Waits
(2025). Comparing microsatellites and single nucleotide polymorphisms to evaluate genetic
structure and diversity in wolverines (Gulo gulo) across Alaska and western
Canada. Journal of Mammalogy, gyael51.

270. Turnock* MF, JE Teisberg, WF Kasworm, MR Falcy, MF. Proctor, LP Waits (2024)
Gene flow prevents genetic diversity loss despite small effective population size in
fragmented grizzly bear (Ursus arctos) populations. Conservation Genetics
https://doi.org/10.1007/s10592-024-01666-y

269. SéVéque$ A, RC Lonsinger, LP Waits, KE Brzeski, LM Komoroske, C Ott-Conn, SL
Mayhew, CD Norton, TR Petroelje, JD Swenson, DJ Morin (2024) Sources of bias in
applying close-kin mark—recapture to terrestrial game species with different demography
and life history. Ecology 105(3), p.e4244.

268. Jensen* A, M Muthersbaugh, M Ruth, CR Butfiloski, J Cantrell, J., J] Adams, LP Waits,
JC Kilgo, DS Jachowski (2024) Resource pulses shape seasonal and individual variation in
the diet of an omnivorous carnivore. Ecology and Evolution /4(7): e11632.

267. Garrett* M, S Nerkowski, S Kieran, N Campbell, S Barbosa, C Conway, P Hohenlohe, LP
Waits (2024) Development and validation of a GT-seq panel for genetic monitoring in a
threatened species using minimally invasive sampling. Ecology and Evolution 74(5):
el1321.

266. Helmstetter* NA, CJ Conway, S Roberts, JR Adams, PD Makela, LP Waits (2024). Predator-

specific mortality of sage-grouse nests based on predator DNA on eggshells. Ecology and
Evolution 14(10): €70213.

265.Paprocki* N., S Blair, CJ Conway, J Adams, S Nerkowski, S., J Kidd, LP Waits (2024).
Comparison of Seven DNA Metabarcoding Sampling Methods to Assess Diet in a Large Avian
Predator. Environmental DNA 6(4): €70000.

264. Helmstetter* N. A., Conway, C. J., Roberts, S., Makela, P. D., & Waits, L. P. (2024). The Influence
of Grazing on the Spatiotemporal Activity Patterns of a Primary Sage-Grouse Nest Predator.
Rangeland Ecology & Management.

263.Rebholdtz* P, LP Waits, D Ausband (in press) Cooperative breeding behavior of gray wolves makes
them more vulnerable to harvest. Wildlife Society Bulletin

262.Fetherston* SC, RC Lonsinger, LB Perkins, CP Lehman, JR Adams, LP Waits (2024). Genetic
analysis of harvest samples reveals population structure in a highly mobile generalist carnivore.
Ecology and Evolution 14(5): e11411.

261. Williams* A, LP Waits, JR Adams, DS Jachowski (2023). Dietary overlap of sympatric terrestrial
mammalian carnivores within coastal impoundments of South Carolina. Southeastern Naturalist, 22,
481-497.
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260. Von Duyke, AL, JA Crawford, L Quakenbush, JR Adams, LP Waits (2023). Determination of
polar bear (Ursus maritimus) individual genotype and sex based on DNA extracted from paw-prints in
snow. Frontiers in Conservation Science, 4, 1166279.

259. Grossfurthner* LP, ER Milano, PA Hohenlohe, LP Waits, BA Richardson (2023). Population
structure and hybridization under contemporary and future climates in a heteroploid foundational shrub
species (Artemisia tridentata). Frontiers in Plant Science, 14, 1155868.

258. Tumendemberel* O, SA Hendricks, PA Hohenlohe, J Sullivan, A Zedrosser, M Sabg, MF Proctor,
JL Koprowski, LP Waits (2023) Range-wide evolutionary relationships and historical demography of
brown bears (Ursus arctos) revealed by whole-genome sequencing of isolated central Asian
populations. Molecular Ecology 32: 5156-5169.

257. Barnes TM, Karlin, M., Adams, J.R., Waits, L.P., Hinton, J.W., Henderson, J. and Brzeski, K.E.
(in press) Significant amounts of red wolf ancestry detected in a population of coyotes on Galveston
Island, Texas. Ecology and Evolution

256. Andrews KR, T Seaborn, JP Egan, MW Fagnan, DD New, Z Chen, PA Hohenlohe, LP Waits, CC
Caudill, SR Narum (2023) Whole genome resequencing identifies local adaptation associated with
environmental variation for redband trout. Molecular Ecology 32:800-818.

255. Ray, A.M., Spear, S.F., Girdner, S.F., Buktenica, M.W., Hering, D.K., Torresdal, J.D., Parker,
M.S. And Waits, L.P. (2022) Do newts at crater lake represent a distinctly evolving population of
rough-skinned newts? Herpetological Conservation and Biology 17:521-538.

254. Lok S, T Lau, B Trost, M Enstrom, E Stacy, LP Waits, M Scrafford, SW Scherer (2022) A
Resource for Conservation Genomics: A Chromosomal-Level Reference Genome Assembly of the
North American Wolverine (Gulo gulo luscus). G3, 12(8), p.jkac138.

253. vonHoldt BM, JW Hinton, AC Shutt, S Murphy, ML Karlin, JR Adams, LP Waits, KE Brzeski
(2022) Reviving ghost alleles: Genetically admixed coyotes along the American Gulf Coast are critical
for saving the endangered red wolf. Science Advances §(26): p.eabn7731

252. Ordonez-Delgado L, C Iiiguez-Armijos, M Diaz, A Escudero, E Gosselin*, LP Waits, CI
Espinosa (2022) The Good, the Bad, and the Ugly of Urbanization: Response of a Bird Community in
the Neotropical Andes. Frontiers in Ecology and Evolution:227.

251. Chen Z, L Grossfurthner*, JL Loxterman, J] Masingale*, BA Richardson, T Seaborn, B Smith*, LP
Waits, SR Narum (2022) Applying genomics in assisted migration under climate change: Framework,
empirical applications, and case studies. Evolutionary Applications 15:3-21.

250. Laikre L, Hohenlohe PA, Allendorf FW, Bertola LD, Breed MF, Bruford MW, Funk WC,....LP
Waits, C Vernnesi, S Hoban (2021) Authors’ Reply to Letter to the Editor: Continued improvement to

genetic diversity indicator for CBD. Conservation Genetics. 22: 533-536.

249. Salom-Pérez* R, C Wultsch, JR Adams, S Soto-Fournier, GA Gutiérrez-Espeleta, LP Waits (2022)
Genetic diversity and population structure for ocelots (Leopardus pardalis) in Costa Rica. Journal of
Mammalogy 103:68-81.

248. Kupferman* CA, AP Crupi, LP Waits, SL Gilbert (2021) Spatial and temporal partitioning of
mustelids in Southeast Alaska. Ecosphere 12(11), p.e03827.
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247. Murphy SM, JR Adams, LP Waits, JJ Cox (2021) Evaluating otter reintroduction outcomes using
genetic spatial capture-recapture modified for dendritic networks. Ecology and evolution, 11: 15047-
15061.

246. Bishop C, LP Waits, ] Mawdsley (2021) A place for universities on the map. Wildlife
Professional. 15:43-47.

245. Alshwairikh YA*, SL Kroeze*, J Olsson*, SA Stephens-Cardenas, WL Swain*, LP Waits, RL
Horn, SR Narum, and T Seaborn. (2021) Influence of Environmental Conditions at Spawning Sites and
Migration Routes on Adaptive Variation and Population Connectivity in Chinook Salmon. Ecology and
Evolution. 11:16890-16908.

244. Barbosa S, Andrews K, Goldberg A, Gour D, Hohenlohe P, Conway C, Waits L. (2021) The role
of neutral and adaptive genomic variation in population diversification and speciation in two ground
squirrel species of conservation concern. Molecular Ecology 30:4673-4694.

243. Tumendemberel* O, JM Tebbenkamp, A Zedrosser, MF Proctor, EJ Blomberg, DJ Morin, F
Rosell, HV Reynolds, JR Adams, LP Waits (2021) Long-term monitoring using DNA sampling reveals
the dire demographic status of the critically endangered Gobi bear. Ecosphere 12(8), €03696.

242. Barbosa S, KR Andrews, R Harris, D Signh-Gour, JR Adams, EF Cassirer, H Miyasaki, HM
Schwantje, LP Waits (2021) Genetic diversity and divergence among Bighorn Sheep from reintroduced
herds in Washington and Idaho. Journal of Wildlife Management 85:1214-1231.

241. Lonsinger RC, RN Knight, LP Waits (2021) Detection criteria and post-field sample processing
influence results and cost efficiency of occupancy-based monitoring. Ecological Applications 31(7),
€02404.

240. Pugesek *, G, M Mumma, S Mahoney, LP Waits (2021) Molecular evaluation of black bear
abundance and prey consumption following diversionary feeding. Ursus 32e14: 1-11.

239. Hudon* SF, EP Hurtado, JD Beck, SJ Burden, DP Bendixsen, KR Callery, JS Forbey, LP Waits,
RA Miller, JA Heath, EJ Hayden (2021) Primers to highly conserved elements optimized for qPCR-
based telomere length measurement in vertebrates. Molecular Ecology Resources 21: 59-67.

238. Martin* KR, LP Waits, CE Parent (2021) Teaching an old shell new tricks: Extracting DNA from
current, historic and ancient mollusk shells. Bioscience 71:235-248

237. Martin A, EF Cassirer, LP Waits, RK Plowright, PC Cross, KR Andrews (2021) Genomic
association with pathogen carriage in bighorn sheep (Ovis canadensis). Ecology and Evolution
11:2488-2502

236. Lonsinger RC, Kluever BM, Hall LK, Larsen RT, Gese EM, Waits LP, Knight RN (2020) A
review and recommendations for conservation of kit foxes in the Great Basin Desert. Journal of Fish
and Wildlife Management 11 (2): 679-698.

235. Woodruff SP, DR Eacker, LP Waits (2020) Estimating coyote densities with local, discrete
Bayesian capture-recapture models. Journal of Wildlife Management. §5:73-86
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234. Bassing SB, DE Ausband, MS Mitchell, MK Schwartz, JJ Nowak, GC Hale, LP Waits
(2020) Immigration does not offset harvest mortality in groups of a cooperatively breeding
carnivore. Animal Conservation 23:750-761.

233. Hoban, S., Bruford, M., Jackson, J. D. U., Lopes-Fernandes, M., Heuertz, M., Hohenlohe, P. A.,
LP Waits... & Aitken, S. (2020). Genetic diversity targets and indicators in the CBD post-2020 Global
Biodiversity Framework must be improved. Biological Conservation, 248: 108654.

232. Ausband, DE, LP Waits. (2020). Does harvest affect genetic diversity in grey wolves? Molecular
Ecology, 29:3187-3195.

231. Goldberg AR, CJ Conway, DC Tank, KR Andrews, DS Gour, LP Waits (2020) Diet of a rare
herbivore based on DNA metabarcoding of feces: Selection, seasonality, and survival. Ecology and
evolution. 10:7627-7643.

230. Balkenhol N*, MK Schwartz, RM Inman, JP Copeland, JS Squires, NJ Anderson, LP Waits (2020)
Landscape genetics of wolverines (Gulo gulo): Scale-dependent effects of bio-climatic,
topographic and anthropogenic variables. Journal of Mammalogy 101:790-803.

229. Clendenin* HR, JR Adams, DE Ausband, JA Hayden, PA Hohenlohe, LP Waits (2020) Combing
harvest and genetics to estimate reproduction in wolves. Journal of Wildlife Management 84:492-
504.

228. Wirsing AJ, TP Quinn, JR Adams, LP Waits (2020) Optimizing selection of brown bear hair for
noninvasive genetic analysis. Wildlife Society Bulletin 44:94-100.

227. Weigel DE, JR Adams, MA Jepson, LP Waits, CC Caudill (2019) Introgressive hybridization
between native and non-local steelhead (Oncorhynchus mykiss). Aquatic Conservation: Marine and
Freshwater Ecosystems 29(2), 292-302.

226. Lonsinger RC*, P Lukacs, E Gese, LP Waits (2019) Empirical comparisons of abundance
estimators for two sympatric carnivores using noninvasive genetic sampling. Wildlife
Biology 1:

225. Morin DJ, SD Higdon, RC Lonsinger, EN Gosselin, MJ Kelly, LP Waits (2019) Comparing
Methods of Estimating Carnivore Diets with Uncertainty and Imperfect Detection. Wildlife Society
Bulletin 43:651-660.

224. Mumma MA, G Bastille-Rousseau, SE Gullage, CE Soulliere, SP Mahoney, LP Waits (2019)
Intrinsic traits of woodland caribou Rangifer tarandus caribou calves depredated by black bears
Ursus americanus and coyotes Canis latrans. Wildlife Biology 1.

223. Seaborn T, SS Hauser, L. Konrade, LP Waits, CS Goldberg (2019) Landscape genetic inferences
vary with sampling scenario for a pond-breeding amphibian. Ecology and evolution. 9(9):5063-
5078.

222. Lonsinger RC, D Daniel, JR Adams, LP Waits (2019) Consideration of sample source for
establishing reliable genetic microsatellite data from mammalian carnivore specimens held in
natural history collections. Journal of Mammalogy. 100(5):1678-89.

221. Tumendemberel O, Zedrosser A, Proctor MF, Reynolds HV, Adams JR, Sullivan JM, Jacobs SJ,
Khorloojav T, Tserenbataa T, Batmunkh M, Swenson JE, LP Waits (2019) Phylogeography,
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genetic diversity, and connectivity of brown bear populations in Central Asia. PloS one. 14(8):
€0220746

220. Nathan LR, N Mamoozadeh, HR Tumas, S Gunselman, K Klass, A Metcalfe, C Edge, LP Waits, P
Spruell, E Lowery, E Connor, AR Bearlin, M-J Fortin, E Landguth (2019) A spatially-explicit,
individual-based demogenetic simulation framework for evaluating hybridization dynamics.
Ecological Modelling 401:40-51.

219. Karmacharya D, P Manandhar, S Manandhar, AM Sherchan, AN Sharma, J Joshi, M Bista, S
Bajracharya, NP Awasthi, N Sharma, B Llewellyn, LP Waits et al. (2019) Gut microbiota and their
putative metabolic functions in fragmented Bengal tiger population of Nepal. PloS one. 14(8):
€0221868

218. Bassing SB, DE Ausband, MS Mitchell, P Lukacs, A Keever, G Hale, & LP Waits. (2019). Stable
pack abundance and distribution in a harvested wolf population. Journal of Wildlife
Management 83: 577-590.

217. Monterroso P, R Godinho, T Oliveira, P Ferreras, MJ Kelly, DJ Morin, LP Waits, PC Alves, LS
Mills (2019) Feeding ecological knowledge: the underutilised power of faecal DNA approaches for
carnivore diet analysis. Mammal Review 49: 97-112.

216. Lonsinger* R, Lukacs, P, Gese, E, Knight, R, Waits, L (2018) Estimating densities for sympatric
kit foxes (Vulpes macrotis) and coyotes (Canis latrans) using noninvasive genetic sampling.
Canadian Journal of Zoology 96: 1080—1089.

215. Lonsinger* RC, JR Adams, LP Waits (2018). Evaluating effective population size and genetic
diversity of a declining kit fox population using contemporary and historical specimens. Ecology and
Evolution 8:12011-12021.

214. Murphy SM, BC Augustine, JR Adams, LP Waits, JJ Cox (2018). Integrating multiple genetic
detection methods to estimate population density of social and territorial carnivores. Ecosphere, 9:
€02479.

213. Murphy, S. M., Adams, J. R., Cox, J. J., & Waits, L. P. (2018). Substantial red wolf genetic
ancestry persists in wild canids of southwestern Louisiana. Conservation Letters, €12621.

212. Wirsing AJ, TP Quinn, CJ Cunningham, JR Adams, AD Craig, LP Waits (2018). Alaskan brown
bears (Ursus arctos) aggregate and display fidelity to foraging neighborhoods while preying on
Pacific salmon along small streams. Ecology and Evolution §: 9048-9061.

211. Karmacharya D, AM Sherchan, S Dulal, P Manandhar, S Manandhar, J Joshi, S Bhattarai, TR
Bhatta, N Awasthi, AN Sharma, M Bista, NR Silwal, P Pokharel, RR Lamichhane, N Sharma, B
Llewellyn, MJ Kelly, D Gour, LP Waits, JM Hero, J Hughes (2018) Species, sex and geo-location
identification of seized tiger (Panthera tigris tigris) parts in Nepal- a molecular forensic approach.
PLOS one 13(8):¢0201639.

210. Andrews K.R., De Barba M., Russello M. A., Waits L.P. (2018) Advances in Using Non-
invasive, Archival, and Environmental Samples for Population Genomic Studies. In: .
Population Genomics. Springer, Cham. https://doi.org/10.1007/13836_2018 45
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209. Andrews KR, JR Adams, EF Cassirer, RK Plowright, C Gardner, M Dwire, PA Hohenlohe, LP
Waits (2018) A bioinformatic pipeline for identifying informative SNP panels for parentage
assignment from RADseq data. Molecular Ecology Resources 18:1263-1281.

208. Hendricks” SA, RM Schweizer, RJ Harrigan, JP Pollinger, R Brown, K Mansfield, JR Adams, LP
Waits, BM vonHoldt, PA Hohenlohe, RK Wayne (2018) Natural re-colonization and admixture of
wolves (Canis lupus) in the US pacific northwest. Heredity. DOI: 10.1038/s41437-018-0094-x

207. Thapa* K, S Manandhar, M Bista, J Shakya, G Sah, M Dhakal, N Sharma, B Llewellyn, LP Waits,
MJ Kelly, D Karmacharya (2018) Assessment of genetic diversity, genetic structure, and gene flow
of tigers (Panthera tigris tigris) in the Terai Arc Landscape, Nepal. PLos One 13(3): e0193495.

206. Woodruff* S, P Lukacs, LP Waits (2018) Comparing Performance of Multiple Noninvasive
Genetic Capture-Recapture Methods for Abundance Estimation: A Case Study from Sonoran
Pronghorn. Oryx DOI: 10.1017/S003060531800011X

205. Carroll EL, MW Bruford, A DeWoody, G Leroy, A Strand, LP Waits, ] Wang (2018) Genetic and
genomic monitoring with minimally invasive sampling methods. Evolutionary Applications
11:1097-1119.

204. Sanfiorenzo” A, M Sanfiorenzo, R Vargas, L Waits, B Finegan (2018) Potential Pollinators of
understory populations of Symphonia globulifera in the Neotropics. Journal of Pollination Ecology
22:1-10.

203. Byerly”™ PA, RC Lonsinger*, EM Gese, AJ Kozlowski, LP. Waits (2018) Resource partitioning
between two sympatric canids: a comparison of historical and contemporary dietary overlap.
Canadian Journal of Zoology. 96: 497-504.

202. Rayl* ND, G Bastille-Rousseau, JF Organ, MA Mumma, SP Mahoney, CE Soulliere, KP Lewis,
RD Otto, DL Murray, LP Waits, TK Fuller (2018) Spatiotemporal heterogeneity in prey abundance
and vulnerability shapes the foraging tactics of an omnivore. Journal of Animal Ecology 87:874-887.

201. Draper* JP, Waits LP, Adams JR, Seals CL, Steury TD (2017) Genetic health and population
monitoring of two small black bear (Ursus americanus) populations in Alabama, with a regional
perspective of genetic diversity and exchange. PLoS ONE12(11): e0186701.

200. Leroy G, EL Carroll EL, MW Bruford, JA Dewoody, A Strand, LP Waits, ] Wang (2018) Next-
generation metrics for monitoring genetic erosion within populations of conservation
concern. Evolutionary Applications 11:1066-1083.

199. Morin* D, LP. Waits, DC McNitt, MJ Kelly (2018) Efficient single-survey estimation of
carnivore density using fecal DNA and spatial capture-recapture: a bobcat case study. Population
Ecology 60:197-209.

198. Plowright RK, K Manlove, TE Besser, D Paez, KR Andrews, PE Matthews, LP Waits, PJ Hudson,
EF Cassirer. (2017) Age-structured variation in infectious period explains epidemiological features of
pneumonia in bighorn sheep. Ecology Letters 20:1325-1336.
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197. Mumma* M, J. Holbrook, N Rayl, C Zieminski , T Fuller, J] Organ, S Mahoney, LP Waits (in
press) Testing predictions of the intraguild predation hypothesis in an altered predator complex.
Oecologia

196. Cleary* KA, LP Waits, Bryan Finegan (2017) Comparative landscape genetics of two frugivorous
bats in a biological corridor undergoing agricultural intensification. Molecular Ecology 26:4603—4617.

195. Rhoades* P, T Griswold, LP Waits, NA Bosque-Pérez, CM Kennedy, SD Eigenbrode (2017)
Sampling technique affects detection of habitat factors influencing wild bee communities. Journal of
Insect Conservation 21:703-714.

194. Bohling JH, LL Mastro, JR Adams, EM Gese, SF Owen, LP Waits (2017) Panmixia and Limited
Interspecific Introgression in Coyotes (Canis latrans) from West Virginia and Virginia, USA. Journal of
Heredity 108:608-617

193. Zero* V, A Barocas*, D Jochimsen*, A Pelletier, X Giroux-Bougard, D Trumbo, J Castillo, D
Evans Mack, M Linnell, Rachel Pigg, J Hoisington-Lopez, S Spear, M Murphy, LP Waits (2017)
Complementary network-based approaches for exploring genetic structure and functional connectivity
in two vulnerable, endemic ground squirrels. Frontiers in Genetics 8:81.

doi: 10.3389/fgene.2017.00081

192. Ausband D, MS. Mitchell, LP Waits (2017) Effects of breeder turnover and harvest on group
composition and recruitment in a social carnivore. Journal of Animal Ecology 86: 1094-1101.

191. Ausband D, MS. Mitchell, CR Stansbury, JL Stenglein, LP Waits (2017) Harvest and group effects
on pup survival in a cooperative breeder. Proceedings of the Royal Society London, Series B 284:

20170580.

190. Lonsinger* RC, EM Gese, LL Bailey, LP Waits (2017) The roles of habitat and intraguild
predation by coyotes on the spatial dynamics of kit foxes. Ecosphere 8: e01749.

189. Hohenlohe PA, LY Rutledge, LP Waits, KR Andrews, JR Adams, JW Hinton, RM Nowak, BR
Patterson, AP Wydeven, BN White, PA Wilson (2017) Whole-genome data do not support recent
hybrid origins of red wolves and eastern wolves (response). Science Advances 3: €1602250.

188. *DeMay SD, PA Becker, JL Rachlow, LP Waits (2017) Genetic monitoring of an endangered
species recovery: demographic and genetic trends for reintroduced pygmy rabbits (Brachylagus
idahoensis). Journal of Mammalogy 98: 350-364

187. *Borg NJ, MS Mitchell, PM Lukacs, CM Mack, LP Waits, PR Krausman (2017) Behavioral
connectivity among bighorn sheep groups suggests potential for disease spread. Journal of Wildlife
Management 81: 38-45.

186. “Gosselin EN, R Lonsinger, LP Waits (2017) Comparing Morphological and Molecular Diet
Analyses and Fecal DNA Sampling Protocols for a Terrestrial Carnivore. Wildlife Society Bulletin.
41:362-369.

185. Sparkman AM, M Blois, J Adams, L Waits, DA Miller, DL. Murray (2017) Evidence for sex-
specific reproductive senescence in monogamous cooperatively breeding red wolves. Behavioral
Ecology and Sociobiology 71:6



Waits, Lisette P. Page 8

184. Karmacharya D, S Manandhar, J Shakya, K Thapa, M Bista, GP Sah, AN Sharma, A Sherchan, M
Dhakal, J-M Hero, J Hughes, J Janecka, M Kelly, LP Waits (2016) Incidental discovery of non-focal
carnivore species during genetic study of Bengal tiger (Panthera tigris tigris) and snow leopard
(Panthera uncia) in Nepal. Asian Journal of Conservation Biology 5:81-88.

183. Morin DJ, SD Higdon, JL Holub, DM Montague, ML Fies, LP Waits, MJ Kelly (2016) Bias in
carnivore diet analysis resulting from misclassification of predator scats based on field identification.
Wildlife Society Bulletin 40:669-677.

182. CraigE, JR Adams, LP Waits, MR Fuller, DM Whittington (2016) Nuclear and mitochondrial
DNA analyses of Golden Eagles (Aquila chrysaetos canadensis) from three regions in Western North
America; initial results with conservation implications. PLOS ONE 11(10): e0164248.

181. Bohling JH, J Dellinger, JM McVey, DT Cobb, CE Moorman, LP Waits (2016) Describing a
developing hybrid zone between red wolves and coyotes in eastern North Carolina, USA. Evolutionary
Applications. 9(6): 791-804.

180. DeMay SM, PA Becker, LP Waits' TR Johnson' JL. Rachlow (2016) Consequences for
conservation: population density and genetic effects on reproduction of an endangered lagomorph
Ecological Applications 26:784-795.

179. Stansbury CR, DE Ausband, P Zager, CM Mack, LP Waits (2016) Identifying Gray Wolf Packs
and Dispersers Using Noninvasive Genetic Samples. Journal Wildlife Management 80:1408-1419.

178. Goldberg CS, CR Turner, K Deiner, KE Klymus, PF Thomsen, MA Murphy, SF Spear, A
McKee, SJ Oyler-McCance, RS Cornman, MB Laramie, AR Mahon, RF Lance, DS Pilliod, KM
Strickler, LP Waits, AK Fremier, T Takahara, JE Herder, P Taberlet (2016) Critical considerations for
the application of environmental DNA methods to detect aquatic species. Methods in Ecology and
Evolution 7:1299-1307.

177. Cleary, KC, LP Waits, P Hohenlohe (2016) Development and characterization of fourteen novel
microsatellite markers for the chestnut short-tailed fruit bat (Carollia castanea), and cross-amplification
to related species. Peer] 4:¢2465 https://doi.org/10.7717/peerj.2465

176. Woodruff* S, T Johnson, LP Waits (2016) Examining the use of faecal pellet morphometry to
differentiate age classes in Sonoran pronghorn. Wildlife Biology 22:217-227.

175. Woodruff* S, P Lucaks, D Christianson, LP Waits (2016) Estimating endangered Sonoran
pronghorn (Antilocapra americana sonoriensis) abundance and survival using fecal DNA and capture-
recapture methods. Conservation Biology 30:1102-1111.

174. Bosque-Pérez NA, PZ Klos*, JE Force, LP Waits, K Cleary*, P Rhoades*, SM Galbraith*, AL
Bentley Brymer*, M O’Rourke, SD Eigenbrode, B Finegan, JD Wulthorst, N Sibelet, JD Holbrook*
(2016) A pedagogical model for team-based, problem focused interdisciplinary doctoral education.
Bioscience 66: 477-488.

173. Eigenbrode SD, Davis S, J Adams, D Husebye*, LP Waits, D Hawthorne (2016) Host-adapted
aphid populations differ in their migratory patterns and capacity to colonize crops. Journal of Applied
Ecology 53:1382-1390.
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172. Mesa Cruz* JB, J Brown, LP Waits, M Kelly (2016) Non-invasive genetic sampling reveals diet
shifts, but little difference in endoparasite richness and faecal glucocorticoids, in Belizean felids inside
and outside protected areas. Journal of Tropical Ecology. 32:226-239

171. Rhoades* PR, JB Koch, LP Waits, JP Strange, S Eigenbrode (2016) Evidence for Bombus
occidentalis (Hymenoptera: Apidae) Populations in the Olympic Peninsula, the Palouse Prairie, and
Forests of Northern Idaho. Journal of Insect Science DOI: http://dx.doi.org/10.1093/jisesa/iev155

170. Cleary K, B Finegan, LP Waits (2016) Agricultural intensification alters bat community
composition and abundance in a dynamic Neotropical landscape. Biotropica 48:667-676.

169. Morin DJ, MJ Kelly, LP Waits (2016) Monitoring Coyote Population Dynamics With Fecal DNA
and Spatial Capture—Recapture. Journal of Wildlife Management 80:824-836.

168. Wultsch* C, LP Waits, MJ Kelly (2016) A comparative analysis of genetic diversity and structure
in jaguars (Panthera onca), pumas (Puma concolor), and ocelots (Leopardus pardalis) in

fragmented landscapes of a critical Mesoamerican linkage zone. PLoS ONE 11(3): e0151043.
doi:10.1371/journal.pone.0151043

167. Lonsinger* RC, E Gese, RN Knight, TR Johnson, LP Waits (2016) Quantifying and correcting for
scat removal in noninvasive carnivore scat surveys. Wildlife Biology. 22:45-54.

166. Lonsinger* RC, LP Waits (2015) ConGenR: rapid determination of consensus genotypes and
estimates of genotyping errors from replicated genetic samples. Conservation Genetic Resources 7:841-
843.

165. Beckmann JP, LP Waits, A Hurt, A Whitelaw, S Bergen (2015) Using detection dogs and RSPF
models to assess habitat suitability for bears in Greater Yellowstone. Western North American
Naturalist 75(4):396-405

164. Metzger* G, A Espindola*, LP Waits, J Sullivan (2015) Genetic Structure across Broad Spatial
and Temporal Scales: Rocky Mountain Tailed Frogs (Ascaphus montanus; Anura: Ascaphidae) in
the Inland Temperate Rainforest. Journal of Heredity 106:700-710.

163. Xenikoudakis* G E Ersmark, J.-L. Tison, LP Waits, J Kindberg, JE Swenson, L Dalen (2015)
Consequences of a demographic bottleneck on genetic structure and variation in the Scandinavian
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